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Cloning and recombinant expression of two cellulases (Cel1 and Cel2) produced by Streptomyces 
argeteolus AE58P in Escherichia coli; characterisation of Cel1 and Cel2 and test of the enzymes on 

lignocellulosic biomasses to select the best enzyme (Cel2) for the construction and screening of the 30000 

mutants directed evolution library to obtain evolved Cel2 variants  for conversion of spent mushroom 

substrate 

Legend 

1- Selection of two cellulases produced by Streptomyces argeteolus AE58P, the highest cellulase activity 

producer  among 24 Actinobacteria strains identified and screened for cellulase activity in the frame of 

another project, BioPoliS.  

2- Cloning and recombinant expression of  the new cellulases Cel1 and Cel2  

3- Incubation of Cel1 and Cel2 with lignocellulosic biomasses to select the best enzyme for the 

construction and screening of the 30000 mutants directed evolution library 

4- Hydrolysis of lignocellulosic biomasses 

5-  Detection of the sugars obtained after hydrolysis step by HPLC 

6- Selection of Cel2 for the construction and screening of the directed evolution library 


